Abstract
The occurrence of events such as insertion, deletion, mutation and addition in the DNA 32 sequences leads to the discovery of new species and previously not reported phenotypes in a 33 species [10] . Vibrio variabilis is a non-pathogenic bacterium recently discovered species in 2011 by Chimetto and his colleagues [11] . V. variabilis strain T01 is isolated in the coastal waters of Morib beach, Malaysia, and its genome properties is described here. 
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The phylogenetic tree ( Figure 1 ) was built using the MEGA 6.0 software [26] by using the 
